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1. Bioinformatics: Sequence and Genome Analysis by David W.
Mount. 2nd Edition, Cold Spring Harbor Lab. Press

2. Bioinformatics and Functional Genomics by Jonathan Pevsner,
3rd edition, John Wiley & Sons, Inc.

3. Bioinformatics: A Practical Guide to the Analysis of Genes and
Proteins by Andreas D. Baxevanis and B. F. Francis Ouellette.
3rd Edition, John Wiley & Sons, Inc.

4. FINFE FIRZ A% - Bioinformatics And Proteomics from
MIT (https://ocw.mit.edu/courses/6-092-bioinformatics-and-
proteomics-january-iap-2005/)
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Date Topics Instructor
- 9/13 Introduction to genomics Chang
S 9/20 How to search for publicly available genomic data: Chang
Genomic databases




9/27 How to analyze genomic data (I): Gene prediction Chang
and annotation

10/4 How to analyze genomic data (IT): BLAST & Chang
Multiple sequence alignment

10/11 | How to analyze genomic data (III): Molecular Chang
Phylogeny and Evolution
10/18 | Midterm Chang
10/25 | The use of genomics on infectious diseases and Chang
genome-wide association study
11/1 Project presentation Chang
11/8 Sequence Analysis Lyu
115 | E&Hantk
11/22 | Protein Structure Analysis- PDB & Rasmol Lyu
11/29 | Protein Structure Visualization - PyMol Lyu
12/6 Protein Structure Modeling & Pediction Lyu
12/13 | Structural comparison - CE, iSARST & Classification | Lyu
- SCOP

12/20 | Molecular docking and virtual screening & Protein- Lyu
protein or protein-ligand interaction

12/27 | Biology Server and Metabolic Pathways (KEGG) & Lyu
KPST & Final project

Prof Chang:
e homework: 20 %
e presentation & attendance: 10%
e cexam: 20 %
Prof Lyu:
e homework: 25 %
e final exam: 25 %
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